VOLUME 11 | MAY 2021 | ISSN2424872X | 1

APBIONET
NEWSLETTER /

Maliw‘
>> 19 International Conference on Bioinformatic$nCoB2020)
and 4" International Symposium on Bioinformatic$nSyB2020)

By:Mohammad Asif Khan rashantiSuravajhala

We marked the end of 2020 with the successful conclusion of our two flagship events, the 19
International Conference on BioinformatidaCoB2020) and the 4th International Symposium o
Bioinformatics InSyB2020).

INnSyB2020 was held over two days from Monday, 21 December to Tuesday, 22 December 20
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participants.InSyBa sister event ainCoB focuses on thematic discussions targeting younger
researchers. The twday event comprised a mix of invited keynotes, short talks, discussions,
GYSSG G(GKS SELISNIE 2LIR2NIdzyAGASad

PrecedingnSyBInCoB2020 was held for over five days from Wednesday, 25 November to Su
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presentation submissions. A total of 71 were research manuscripts submitted for publication
consideration in as many as 10 partner journals (highest ever): BMC Genomics, BMC Medic
Genomics, BMC Bioinformatics, BMC Molecular and Cell Bi&legs) Computational Biology an
Chemistry (CBAC), MDPI Genes, Journal of Bioinformatics and Computational Biology (JBC
Quantitative Biology, Frontiers Journals Research Topic Collection. The conference comprise
keynote talks, oral presentations, posters, lightning talks, highlights, demos and workshops.
A video showcasing the highlight moments from the conference is available here:
https://www.youtube.com/watch?v=IYZKkoThB60

A gallery of the screenshots taken during the conference is available here:
https://drive.google.com/drive/folders/1ViW726WKJ28TvvSOLceDrzBZAY FlwegV?usp=ShaH

ThelnCoB2020 conference proceeding-ébstract book) is now available online on tn€oB2020
website (ttps://incob.apbionet.ora/incob20). This is also available at:
https://f1000research.com/documents/1405



https://www.youtube.com/watch?v=lYZKkoThB60
https://drive.google.com/drive/folders/1VrW726WKJ28TvvSOLceDrzBZAYFlweqV?usp=sharing
https://incob.apbionet.org/incob20/
https://f1000research.com/documents/10-405

>> Bioinformatics Workshop Fiesta 2020/21
By:Mohammad Asif Khan, ChongQhuin Shalini A/

BioinformaticsWorkshopFiesta(BWF)2020 21 is a joint effort that aimsto grow bioinformatics
skillsand competenciesn the community Theseriesoffers a plethoraof 15 workshopsof choice,
with a proposed pathway It is organizedby the Associationfor Medical and Bio-Informatics,
Singapord AMBIS)AsiaPacificBiolnformaticsNetwork (APBioNEJTand PerdanaUniversity(PU),
Malaysia,and supported by National SupercomputingCentre (NSCC)Singaporeand Alterquo,
Malaysia

Thefirst BWFtook placein 2018 in collaborationbetween APBioNE partner, PerdanaJniversity,
Malaysia and Universitas YARSI Indonesia, which saw the organisation of 9 backto-back
workshops startingfrom Aprilto DecemberBWFR2018attracted more than 190 participantsfrom
different parts of Indonesia The first BWF was an in-person activity where participants
congregatedat a locationin Jakarta Giventhe pandemic,this wasnot possiblefor BWR2020/21,
which was originally planned to be organisedin Singapore However, we turned this to an
opportunity and now offer the programmeacrossAsiaPacificthroughonline/remotelearning
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BWR020' 21 colloquium (hitps://www .youtubecom/watch?v=nPptoEJcad), successfullyheld
virtually on 25th July2020 wasan inaugurationeventfor the launchof BWR2020 21. It wasa co-
locatedevent with the MalaysianYouth BioinformaticsSymposiun.0 (MYB&.0). MYB2.0 was
organized by PerdanaUniversity (PU), in partnership with Multimedia University, Malaysia
(MMU), with the aim of connecting undergraduateand postgraduate students in Malaysia
involvedin the field of bioinformatics Theeventbeganwith two workshopsthat were conducted
inparallet W. A 2 Y2 £ 5&dz {byAdsatiatePrgf€ssorDr. ChoiSyBingfrom PUPerdana
University, Malaysia wC )\ yﬂéaiyinﬂ in Highthroughput Healthcare Data A Beginner's
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SingaporéNUS.



https://www.youtube.com/watch?v=nPpF1oEJcd0

AssociateProfessorDr. Tan Tin Wee from NUSand in his capacity as the CEOof National
SupercomputingCentre(NSCC)Singaporegracedthe event as one of the keynote speakersHis
talk entitled, & . A 2 A Y T @ntlMighipekf@riance Computing6 | t /méde an important
remarkon trainingthe youngergenerationon beingHPGready Towardsthis, Mr. GiladShainerof
HPCAI AdvisoryCouncilwasinvited asa plenaryspeakerto shareon HPCtraining opportunities
for the life sciencecommunity It wasannouncedthat BWFwill partner with the councilto offer
HPGwvorkshops
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ProfessorKCLun gavethe secondkeynotetalk. He retired after a rewardingcareerin academia
that spannedover 31 yearsand havingheld notable positionsat variousorganisationsjncluding
NUS, Nanyang Technological University (NTU) and NUSDUKE Graduate Medical School,
Singaporehe is currently the CEQof GatewayConsulting Prof KCLunsharedon the importance
of data-drivenculturein the healthcaresector

A separatestudent engagementactivity was held virtually after the event, specificallyfor MYBS
participants The objective was to bring to identify ways to better improve the engagement
amongst the bioinformatics student community in Malaysia The activity was conducted by

APBioNEPresidentDr. M. Asif Khanand Vice PresidentDr. YamWai Keat Theyprovidedinsights
into the most common issuesfaced by young bioinformaticians The participants shared their

concernsandqueriesregardingthe future of bioinformatics

A total of 103 participantsfrom variouscountries,with nearly half from Malaysia,attended the
online event We thank all the participantsfor their enthusiasticinvolvementand hope for the
continuedsupportto future events

BWR020'21 Workshops are now open for registration To register, please visit
http ://www .ambisorg.sg/bwf-202022html



http://www.ambis.org.sg/bwf-202022.html

>> Bioinformatics Workshop Fiesta 2020/21, Introduction to Ph
Reflection by the Instructor By:Aakib

| sincerelyoffer my gratitude to the AsiaPacific BioinformaticsNetwork (APBIoONE)T Perdana
UniversitySchoolof DataSciencesandthe Associatiorfor Medicaland Bio-Informatics,Singapore
(AMBISYor selectingme asan instructor for the inauguralworkshop,& L y (i N2 tB tiz® i Ko

the BioinformaticsWorkshopFiesta2020 21 series | want to thank the organisersfor entrusting
me with this responsibility Speciathanksgoesto Dr AsifM. Khanandthe BWFworkingcommittee

members,namelyJustinKoayTzeJi,Li ChuinChongand Lim CaisharLorraine,who were a big part

of eachof my workshopsessionsThiswas my first time conductinga workshopat sucha scale,
delivered online usingthe Zoom platform. This opportunity was a big turning point in my life,

havinghad achievedthe title of being#1 RosalindBioinformaticsprogrammerin Bangladeskprior

to that. Beforeembarkingmy journey as a bioinformaticsprogrammer,| worked as a lecturer for

one yearat the ComputerScienceand Engineerindepartmentat World Universityof Bangladesh,
which provided ample training as an instructor. However,teachingonline was a whole different
experience The workshop officially started on 31st of October2020 and continued once every
weektill 19th of December2020

Firstfew lectureswere spenton gettingto know the participants,and | was positivelysurprisedto

learn that the participantswere more eagerto get started with the handson rather than taking
thingsslowly at the beginning Thisprobablycouldbe due to the fact that all of them were either

doing or had completedtheir postgraduatestudies(MScor PhD) The eight week long workshop
went-on smoothly, besidesfew minor hiccups,suchas backgroundnoise, sound distortions, and
video disruption, amongothers, which were resolvedimmediately by the able team of the BWF
working committee Sinceeachsessiorwasfour hourslong, we split this into two-hour parts. The
first part consistedof goingthrough lecture slideswith code snippetsexplainedthoroughly The
next part was handson, which was a challengeas the participants requested for live coding
demonstration, which required that not only did | teach them Python programmingbut also
showedhow Pythonwasactuallyappliedto solvebiologicalproblems I relied heavilyon Rosalind
for this secondpart, asit hasan excellentarray of bioinformaticspractice problemsfor teaching
purposes

Participants of Introduction to Python Workshop, BWF2020/2021
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Having myself learnt a lot about bioinformatics from Rosalind,it was good to see that the

participantshad also positively adaptedto Rosalindwhere most of them had exploredto solve
problems by themselves, even after the workshop The participants, being from different
backgroundadjustedto the sessiondgifferently. Somewere fast and were hungryfor more, while
someneededmore time. Balancinghis diversity of backgroundwas a challenge Therewas also
the caseof a slightlanguageissue,with the participantscomingfrom different parts of the world,
we all had our own accents which requiredthat we spokeslowly at times for clarity and this was
appreciatedby the participants At times, it was necessarythat we were ableto explainconcepts
clearly these were all possibleby the use of the pen and board option provided by the Zoom
platform. Participantswere also encouragedto engagethrough various Q&A sessionssuch as
findingthe output of the codesnippetgivenin the lectureslide

Assessmentvasnot a mandatorypart of the workshop,however,it wasa crucialreflection of the

topics covered Majority of the participants scored above the average,with some achieving
distinctionsin the weeklyquizzeson conceptsandtheories Codingassessmentvasdone through

Rosalind Eachweekthey were givencodingtasksto completebefore the next lecture and by the

end of the workshopall of the participantswere ableto solveat least30 problemsby themselves
The workshop ended up with feedback from the participants, which are critical for future

improvementsfor the organiserand myself

FILE FORMATS IN BIOINFORMATICS: FASTA

* File format: FASTA

» File extensions: file.fa, file fasta, file.fsa.

* Example:

+ Fasta format is a simple way of representing nucleotide or amino acid sequences of nucleic acids and
proteins. This is a very basic format with two minimum lines. First line referred as comment line starts
with ‘> and gives basic information about sequence There is no set format for comment line. Any other
line starting with *;" will be ignored. Lines with ‘;" are not a common feature of fasta files. After mmfentmd tiICS
line, sequence of nucleic acid or protein is included in standard one letter code.Any tabulators !

asterisks etc. in sequence will be ignored.
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Tosumup, the experiencewassurrealfor me. | got to engageand build relationshipswith a lot of

people from different cultures and backgroundsl learneda lot in return aswell, sincel believe
teachingis a two way journey. you expressknowledgeand in return you gain more knowledge

Overall,| wasreally happy and proud of the journey | had partook alongwith the participantsof

the workshopfor 8 longweeks Theirresponseto learning,trying thingsthemselvesand exceeding
my expectationswas a tremendousoverjoy A teacher can only call himself accomplishedvhen

his/her studentshave exceededthe boundariesset by the teacher,and | believe eachand every
participant of the workshop will do just that. | thank the BWF organisersfor giving me this

experienceandrecognition,andl look forward to future opportunities Thankyou.



International Conference on Bioinformatics (InCoB)

Interested in bidding to hostCoB
Here is why.

InCoBwas first organised in 2002 and will
organised for the 20th time in 20
2

Prominent History

InCoBhas been organised in 18
locations in the Asia 0 Pacific region

Region-wide Location R

APBIoNEThas supported over 100
students to attend InCoBfrom its
Travel Fellowship progra

= 2N = Student Travel Suppo
Network Outreach s
InCoBhas hosted over 2000++ G‘@@
participation regionwide since %
Inception

visit
www.incob.apbionet.org
to learn more
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/" MEMBERSHIP

Exclusive APBioNET affiliated email

Early invitations and notifications to APBioNET and affiliate events

Discounted registration fee for InCoB, InSyB and other APBioNET endorsed events
Financial support to attend InCoB and InSyB

Represent APBioNET at key events as official delegates

Recruitment into APBioNET Student Chapter

Discounts on APBioNET merchandise and publication

www.apbionet.org/membership




Upcoming events

APBioNET Tolks

Discover and Share Bioinformatics

Why Social Media Matters
for Research now more
than ever

Michelle Mendonca

June 17, 2021, 9 am GMT EMBL-EBI

Register Now! E::_|y7A:Bi2La§§f:|k:fnet'or ok @ APBioNetorg @ APBioNET

To registerhttps://apbtalks.apbionet.org/event/whysociatmediamatters-for-researchnow-moges
than-ever/

2021 Galaxy Community Conference
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.1 1GCC2021 (Virtual edition

About GCC2021
The 2021 Galaxy Community Conference will take place in a virtual format from 28 June
uly and bring together clinicians, researchers and students working in data science. Th
eatures:

5 days of online training (28 Jun2 July)

a 3 day meeting (8 July)

a 2 dayCollaborationFes{9-10 July)

he combination of very low registration, plus content in multiple time zones (see below)
ent the most affordable and accessible GCC ever. If you are working in data intensive
iences and beyond), GCC2021 is an ideal conference to share your work, learn from c
w collaborators.

re info: https://www.vibconferences.be/events/gcc20Adirtual-edition
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https://www.vibconferences.be/events/gcc2021-virtual-edition
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2021 APAC HPC - Al
COMPETITION

Co-organized By HPC-AI Advisory
Council and NSCC Singapore

Overview
The 4th APAC HRXT Competition, organized by the HRCAdvisory Council and National
Supercomputing Centre (NSCC) Singapore, will be announced on March 2nd, 2021 during SC

Highperformance computing and artificial intelligence are the most essential faelsngthe
advancement of science. In order to handle the egeywing demands for higher computation
performance and the increase in the complexity of research problems, the world of scientific
computing continues to rnnovate itself in a fast pace.
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(GROnNingeMAchinefor Chemical Simulations), a popular molecular dynamics simulation tool
designed for biochemical molecules like proteins and nucleic acids, will be chosen as the HPC
the HPGAI competition.

DLRM (Deep Learning Recommendation Model) is a neural netvesdd recommendation toal. It is
a stateof-the-art deep learning recommendation model which Facebook developed infythrch
and Caffe2 frameworks. It will be used for the Al task of the competition to utilize the model
parallelism while exploiting data parallelism to seal¢ compute from the fullyconnected layers.

The competition encourages university and technical institute teams in the APAC region to sho
their HPC and Al expertise in a friendly yet spirited competition that builds critical skills, profess
relationships, competitive spirits and lifelong comraderies.

The winning teams will receive the following awards*:

A First Place (One teamXhe First prize letter, a reserved spot representing APAC at the 2022
International ISC Student Cluster Competition, RDMA Programming lecture, HPC and Al fou
lecture.

A Second Place (one teanifhe second prize letter, a reserved spot representing APAC at the 2
International ISC Student Cluster Competition, RDMA Programming lecture, HPC and Al fou
lecture.

A Third Place (one team)Ehe third prize letter, a reserved spot representing APAC at the 2022
International ISC Student Cluster Competition, RDMA Programming lecture, HPC and Al fou
lecture.

A Merit Prize (up to three teams)The merit prize letter, RDMA Programming lecture, HPC and
foundation lecture.

A HPC Special PrizeThe HPC prize letter.

A Al Special PrizeThe Al Special prize letter

A Each team member who finish the competition tasks will receive a certificate.

More info: http://www.hpcadvisorycouncil.com/events/2021/APAG-HPC/
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REGISTRATION open for the Education
Summit 2021, 24 -26 May 2021

As you may know, the EDUCATION SUMMIT will be held from the@#tiMay, 2021 (3 days), and
we need to know URGENTLY who will be participating. Please note that this is not a Research
Scientific Conference or Congress, but rather a Working Meeting where we expect the particip
contribute with their experience and through active participation. The participation is free and og
to all individuals working in the area of Bioinformatics teaching and education or have a clear in
in contributing to the Summit.

Therefore, we are writing on behalf of the Organising Committee (CABANA, GOBLET, ELIXIR,
H3ABioNetAPBioNETand ISCB) to invite you to formally REGISTER for this event via this Goog
form: https://forms.gle/xiHwetkPhrtpxgZ76

In the REGISTRATION FORM, you can indicate the topics you would like to contribute or partic
The themes for the three days are as follows:

Day 1, May 24, 2021Competency framework extension to Data Science in Biomedical Sciences
developing and delivering health data science training
Day 2, May 25, 2021Virtual education and trainingHow will this past year influence our delivery
going forward & ensuring our training is FAIR?
Day 3, May 26, 2021Effective and efficient building of infrastructure and activities in-land
middle-income countries (LMICS)

We also need to know your TIME ZONE because the meeting will try to cover 3 main TIME ZO
allow for as many people from different countries to participate. There will be a joint session for
Time Zones on each day. In each Time Zones, the meeting last 4 hours each day waitim & /&@&k:

Time Zone 1 ASIA/AUSTRALIA = 1722000 AEST (Sydney) = (CET + 8h)
Time Zone 2EUROPA/AFRICA = 121@030 CET (Paris)
Time Zone 3AMERICA = 6:000:30 CDT (Mexico/USA) = (CER)

The deadline for REGISTRATION: 20th May 2021

Best wishes,

The Organising Committee

Javier De Las Rivas, Celia van Gelder (GOBLET)

Sarah Morgan, Patricia Carvajal, MaBarnardj Gabriela Merino (CABANA)
WaiKeatYam APBioNET Nicky Mulder (H3ABioNet)
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