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➢ IC-BIOLIS, Oct 8-9, 2019, Jakarta, Indonesia
By: Stephen James Among, Perdana University, Malaysia

I sincerely offer my gratitude to APBioNet for the support to attend the “2019 International Conference 
on Biotechnology and Life Sciences (IC-BIOLIS)”. This enabled me to share our latest research work, 
entitled “Elucidating shared sequences between viral and human proteomes”. IC-BIOLIS was held from 8-
9 Oct 2019 at Universitas Esa Unggul – Jakarta, Indonesia, with the theme “Biotechnology in the Era of 
4th Industrial Revolution”. 

The conference aimed to create a platform for biology and biotechnology experts and investors to 
explore and share experiences related to the management and effective use of biological resource, as 
well as recent advances in biotechnology. The conference was well attended and had three keynote 
speakers and four invited plenary speakers from different countries, for which I represented Perdana 
University School of Data Sciences, Malaysia as one of the keynote speakers.

Apart from an interactive session during the scientific talk session at the conference, further interactions 
ensued with notable interests, insights and feedback. It was exhilarating to be making new friends, 
connect with other scientists from different parts of the world. Additionally, I was privileged to be invited 
as a guest by the management of Esa Unggul University to attend their 25th graduation ceremony 
alongside with other conference speakers. The entire event was a valuable experience to me, personally 
and professionally. Thank you, APBioNet!
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➢ International Symposium on Bioinformatics 2019 (InSyB2019), Jaipur India

by: Harpreet Singh, Hans Raj Mahila Vidyalaya, Jaipur, India

Advances in Life Sciences have led to an era of looking biological problems at molecular level and with 
further advances in Biotechnology, we are now in a position to manipulate living organisms for a variety 
of societal, industrial, agricultural and medical applications. The modern day biology has turned more 
efficient in handling complex biological issues including Cancer, Diabetes, Crop improvement and 
environment at genomics level, thereby requiring high throughput experiments, which further generate 
high throughput data. We need efficient approaches to store, manage, retrieve and analyze this 
mammoth of data to answer many interesting questions. Sensing, the importance of Computational 
Biology, the International Society for Computational Biology (ISCB), as well as APBioNet and its affiliates 
in India, Bioclues.org and APbians have been playing vital role in development of this scientific discipline 
through a number of ways. APBioNET has been able to make a significant impact by organizing many 
brand events, including the InCoB and InSyB series. Similarly, Department of Bioinformatics, Hans Raj 
Mahila Maha Vidyalaya Jalandhar (HMV), Punjab, India has been very active in making researchers aware 
of various concepts of bioinformatics and helping them to increase their skills, as well as impact of their 
research. InSyB2019 was a unique event in this region, in association with the Asia-Pacific Bioinformatics 
Network (APBioNet), Bioclues Organization (Bioclues.org), APbians, and Galaxy Australia. A two-day 
International event, the International Symposium on Bioinformatics (InSyB) 2019 was inaugurated under 
the Patronship of Sh. Punam Suri, President of DAV College Managing Committee, New Delhi and was 
organised at HMV, Jalandhar by Sh. Arun Saini, PPS, DCP HQ of Jalandhar on December 21, 2019. 
Principal Prof. Dr. (Mrs.) Ajay Sareen welcomed and honoured Sh. Arun Saini, the keynote speakers Dr.
Shoba Ranganathan, Chair of Bioinformatics, Department of Molecular Sciences, Macquarie University 
Australia and Dr. Sonika Tyagi, Head, Bioinformatics Research Group, Monash University, Australia, the 
distinguished resource persons Dr. Devender Biswal, North Eastern Hill University (NEHU), Shillong and 
Dr. Abhishek Kumar, Institute of Bioinformatics (IOB), Bangalore. In the welcome address, Principal Prof. 
Dr. (Mrs.) Ajay Sareen expressed her delight to host such reputed personalities in the field of 
Bioinformatics. Dr. Harpreet Singh, convener of the event and Head, Department of Bioinformatics, 
outlined the objectives of the conference and emphasized that the motive of this conference is to 
highlight the vital role being played by Bioinformatics in modern biology and to take research to higher 
levels by providing collaborative research opportunities among the delegates. In the inaugural address 
Sh. Arun Saini, PPS, DCP HQ Jalandhar congratulated the institution for organizing this intellectual 
summit to promote research. InSyB2019 received an overwhelming response with participation of 150 
delegates, besides keynote speakers and invited speakers.
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In the opening keynote address, as an epitome of politeness and modesty, Dr. Shoba Ranganathan spoke 
at length about Bioinformatics and machine learning. Talking about her personal experiences she 
brought forth the stem issues faced by women scientists. She elucidated the statistics for women in 
science around the world and the problems faced by women scientists. She said in many research places, 
contributions of women may not be recognized specially in large groups. She motivated the women 
research scholars by quoting various examples, such as the likes of Margaret Dayhoff and Janki Ammol. 
She advised to explore the world and never give up in life. Calling life a game of snakes and ladders, she 
said that winning is not the end but playing the game is the fun part. The major takes away from her 
speech was to think equal, build smart, and innovate for change. The second keynote speaker, Dr. Sonika 
Tyagi, Monash University, Australia gave her address on the topic “An integrative approach to 
computational Epigenomics”. Sonika Tyagi talked about computational epigenomics and application of 
deep learning in harmonizing and integrating data from multiple omics modalities. This session was 
chaired by Abhishek Kumar of IOB, Bangalore and Devendra Biswal of NEHU, Shillong, which ended with 
gripping questions that spilled over to the end of the high tea networking session. 

The first plenary session chaired by Shoba Ranganathan and Sonika Tyagi, kicked off with an invited talk 
by Abhishek Kumar, IOB, Bangalore on “Translational Genomics and Bioinformatics applications for 
resolving Human disorders”. He summarized his experiences in developing bioinformatics and genomic 
applications in different areas of biology and medicine, ranging from evolutionary genomics, insect 
genomics, drug discovery genomics and genomics of human diseases. The second invited talk of the 
plenary session was delivered by Devendra Biswal, NEHU, Shillong on “Jungle Genomics”. He made 
participants aware of the latest opportunities in the bioinformatics field, upcoming in the “Asian Biome 
Project” and the role of his lab in covering Fauna and Flora of the North Eastern region.

The post lunch session started with Oral presentations of participants coming from various regions of 
India including New Delhi, Jammu & Kashmir, Chandigarh, Karnal, Faridkot, Amritsar, Ludhiana, among 
others. Seven oral presentations, included talks by Supriya Hakeem on “Understanding the inhibitory 
action of benzamide analogue 297F on Mycobacterium tuberculosis-FtsZ through molecular dynamics 
simulation analysis” and Ruchi Sachdeva on “Differential Gene Expression Analysis of Ged1 (Greening 
After Extended Darkness) Mutant of Arabidopsis thaliana”. A parallel session of video abstracts was 
chaired by Abhishek Kumar and Devendra Biswal in which many students were from Department of 
Diagnostic and Allied Health Sciences, Management and Science University (MSU), Malaysia under the 
guidance of Mr. Venkataramanan Swaminathan, who presented their research work. It is notable that 
about 19 students from MSU, Malaysia attended this Symposium online. 
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The ultimate academic session of the first day ended with a special penal discussion on Career in 
Bioinformatics, facilitated by Prof. Shoba Ranganathan, Prof. Shandar Ahmad, Dr. Sonika Tyagi, Dr 
Prashanth Suravajhala, Dr. Abhishek Kumar and Dr. Devendra Biswal. All the panelists guided the 
participants about various carrier opportunities in Bioinformatics and how they can add Bioinformatics as 
a new dimension into their already existing skill sets, to take their research and understanding of biology 
to a new level. Not to forget the first night’s visit to Shri Devi Talab Mandir, Jalandhar visit, which was 
followed by Camp fire programme showcasing Punjabi culture and serving delicious dinner in pious 
premises of the college.

The day two of the conference started with an invited talk by Dr. Prashanth Suravajhala, Scientist at Birla 
Institute of Scientific Research, Jaipur on “LncRNA, from Exomes: A Myth or a Reality”. The session was 
chaired by Abhishek Kumar and Akshat Tansale, Monash University, Australia. The second invited talk in 
this session was given by Prof. Shandar Ahmad, JNU, New Delhi on “Changing paradigms of data driven 
biology”. Later on, Gareth Price, University of Queensland, Australia delivered a talk through Skype about 
Galaxy Australia - Lessons learnt from running a nationally resourced service, which was followed by a 
tea break. The fourth invited talk of this session was presented by Dr. Rita Sharma, JNU, New Delhi on 
“Omics-guided New Age Domestication of Grasses for Biofuels”. This post tea session was chaired by 
Prof. Shandar Ahmad and Dr. Devendra Biswal. The next presentation was given by Dr. Malika Arora, Guru 
Gobind Singh Medical College, Faridkot on “Applications of Bioinformatics tools in development of Novel 
non-invasive probiotic map for diagnosis  of celiac disease”. This session was ended by a workshop talk 
by Sonika Tyagi, Monash University, Australia on the “Introduction to Next Generation Sequencing and 
Data Analysis”, which was followed by lunch. After lunch, a hands-on session of the workshop in 
collaboration with Galaxy Australia was carried out in Bioinformatics lab, in which about 60 participants 
were trained on various aspects of NGS data analysis using Galaxy platform by Sonika Tyagi and Gareth 
Price on cloud infrastructure provided by Galaxy Australia.

The Conference concluded with the distribution of prizes, closing remarks and vote of thanks by Mrs. 
Purnima, co-convener of the event. The stage was masterly conducted by Dr. Anjana Bhatia. The 
members of local organizing committee Dr. Neelam Sharma, Dr. Seema Marwaha, Dr. Ekta Khosla, Mrs. 
Saloni Sharma, Dr. Jitender Kumar and other faculty members expressed their heartfelt thanks to the all 
the team members and delegates for their cooperation to make this event a huge success. The HMV 
family also expressed their deep gratitude to APBioNet team, especially, Prof. Asif M. Khan, for their 
guidance, support and financial assistance for this event and giving our college this great opportunity to 
hold InSyB2019.



visit www.incob.apbionet.org to learn more

http://www.incob.apbionet.org/


➢ Interview with InCoB2019 Keynote Speaker

by: Nurul Salwanie Che Wahid, Perdana University, Malaysia

APBioNet Secretariat had the honour of interviewing one of the 
InCoB2019 Plenary Speakers, Dr. Denis Bauer from CSIRO Australia. 
Below is the excerpt of the interview. For full interview, please view 
the video at: https://youtu.be/auqptQ2_j-c

Interviewer: Tell us something about yourself and your journey in 
this field.
Dr Denis: I started my journey in Germany, where I started my 
courses together with the medical and IT students, the stats and 
science people. It makes you really realise how much you really (are) 
scratching the surface on those different disciplines. But, it also gives 
you a nice breadth of the field, and know exactly where and how to 
drill into that field. That was my undergrad, and then I went to 
Australia to do my Bachelor of honours and from there, my PhD and 
Post Doctorate.

Interviewer: For those people who did not attend your talk, can you give us a summary of your plenary 
this morning.
Dr. Denis: The talk was about the dawn of cloud native bioinformatics and the core message is really that 
with the amount of data that comes onboard now, and with the increasing requirements on privacy and 
standards for reproducible research, and the complexity of the algorithms, it's really not sustainable 
anymore to do things the old way. We do need to go to a place where we can share data, and workflow 
and everything can be standardised. To me, the place (to do that) is the cloud. We're developing 
algorithms there together.

Interviewer: Your talk mentioned about CSIRO's exciting project like the VariantSpark and Tribe. From 
your point of view, how can the medical professionals and healthcare providers take advantage of this 
project? Traditional diagnosis of diseases relies heavily on symptoms, when in some cases, some diseases 
maybe asymptomatic. How can we convince the healthcare providers to get involved in such a project?
Dr. Denis: Diagnosis are basically proxies in putting diseases in boxes and treating them accordingly, but 
the actual underlying physiology typically does not involve putting in boxes. So, if we can go back to raw 
genomic data and raw symptoms data and from there use machine learning, and we can try to drill down 
to categories, it might be a different way to treating those diseases. VariantSpark is exactly geared 
towards that, in finding what are the distinguishing features of those individuals.

Advancing Bioinformatics and Allied Disciplines in the Asia-Pacific Region

Dr. Denis Bauer, 

CSIRO Australia 

https://youtu.be/auqptQ2_j-c


MESSAGE FROM OUR 

AFFILIATES

Dear All,

Due to the COVID-19 situation, we need to postpone the 

GOBLET AGM2020 and its satellite workshops, which were 

scheduled to take place in Finland from 14-18.9.2020. The 

situation in Finland is predicted to last for at least 6 months, 

because it has adopted the "flatten-the-curve" approach. We 

will follow the situation closely and if needed, we can organize 

at least the actual AGM meeting remotely (the satellite 

workshops need be considered on case by case basis).

Stay safe.

Best regards,

GOBLET Executive Board




